
  

                BBMRI-Omics hands on course

10:00-10:15 Introduction to available omics data within BBMRI-omics.nl. (Rick Jansen)

10.15-10.45: Introduction to the BBMRIomics R package for integrated analysis of BBMRI-omics data using R (Maarten van Iterson)

10:45-11.45: Practicum (Maarten van Iterson)

11.45-12:30: Lunch (demo: using BBMRI-Omics.nl online atlases (Jan-Bert van Klinken))

12.30-13.00: Joost Verlouw: QTL lookup of GWAS hits. Take the SNP hits from a recent GWAS, extract corresponding BIOS genotype data, run
association with full Methylation, Expression and Metabolomics data sets.

13.00-14.00: Practicum (Joost Verlouw)

14.00-14.15- Tea break

14:15-14:: Introduction to the Brainshake 1H-NMR metabolomics platform (Marian Beekman)

14:45-15.30: Practicum. Analyzing Metabolomics data (Koen Dekker)

15:30-16:00: Allele specific expression (Niek de Klein & Freerk van Dijk)

16:00-17:00: Practicum (Niek de Klein & Freerk van Dijk))

17:00 Drinks 
Wifi: eduroam or ask frontdesk. Course material:
 http://wiki.bbmri.nl/wiki/BIOS_BBMRI-omics_course 



  

BBMRI-omics = GONL + BIOS + BBMRI Metabolomics

GONL = Genotype sequencing (N=769)
BIOS = RNA-seq + Methylation + already measured genotypes and phenotypes
BBMRI Metabolomics = Brainshake 1H-NMR 

BIOS RNA-seq: Illumina HiSeq 2000, >15M x 50bp Paired End, whole blood
 N = 3824 BIOS samples, including 510 GONL, N = 2030 non BIOS samples)

BIOS Methylation: Illumina 450k methylation, whole blood
 N = 4805 BIOS samples, including 510 GONL, N = 1538 non BIOS samples

BBMRI Metabolomics: Brainshake 1H-NMR (247 markers), whole blood
 (N = 23,729, overlap with BIOS: N = 3880 methylation, N= 2728 RNA-seq, N=2716 both)

Samples from 6 biobanks: Twin Register (Amsterdam), Rotterdam Study, Leiden Longevity Study,
LifeLines (Groningen), PAN (Utrecht), CODAM (Maastricht)



  

BBMRI-omics = GONL + BIOS + BBMRI Metabolomics

GONL = Genotype sequencing (N=769)
BIOS = RNA-seq + Methylation + already measured genotypes and phenotypes
BBMRI Metabolomics = Brainshake 1H-NMR + already measured genotypes and phenotypes

BIOS RNA-seq: Illumina HiSeq 2000, >15M x 50bp Paired End, whole blood
 N = 3824 BIOS samples, including 510 GONL, N = 2030 non BIOS samples)

BIOS Methylation: Illumina 450k methylation, whole blood
 N = 4805 BIOS samples, including 510 GONL, N = 1538 non BIOS samples

BBMRI Metabolomics: Brainshake 1H-NMR (247 markers), whole blood
 (N = 23,729 , overlap with BIOS: N = 3880 methylation, N= 2728 RNA-seq, N=2716 both)

Management teams:
GONL = Cisca Wijmenga (PI), Morris Swertz, P. Eline Slagboom, Gertjan B. van Ommen, Cornelia M.
van Duijn, Jasper A. Bovenberg (ELSI), Dorret I. Boomsma, Paul I.W. de Bakker
BIOS = Bastiaan T. Heijmans (chair), Peter A.C. ’t Hoen, Joyce van Meurs, Rick Jansen, Lude Franke. 
BBMRI Metabolomics = Eline Slagboom, Dorret Boomsma, Cornelia van Duin



  

BBMRI-omics: access to data

Work in progress: one central data sharing interface (http://www.bbmri.nl/omics/)

Currently:

GONL: request via http://www.nlgenome.nl/

BIOS: request via http://wiki.bbmri.nl/wiki/BIOS_start-
-BIOS data is available at a Sara Virtual Machines: 16 cores, 128 GB ram, 5TB storage
-BIOS data analysis has to be done at this VM (like today)
OR download freeze 1 at EGA (https://www.ebi.ac.uk/ega/studies/EGAS00001001077)

Metabolomics: Overlap with BIOS is accessible at the BIOS VM, data access
procedure and website are being made.

Additional Phenotype data can be requested at the Biobanks!!

http://www.bbmri.nl/omics/


  

Using the BIOS Virtual Machine (VM)

Three ways to access the VM: 1) ssh, 2) GUI, 3) R studio server

File locations: /virdir/Backup/RP3_data/, see http://wiki.bbmri.nl/wiki/BIOS_PreparedData

Genotype data is imputed vs GONL and HRC, present in vcf files.

When  you work in R: use the packake BBMRIomics by Maarten van Iterson. 
All data is available via this package and easy to link (we do this today)

Questions: we suggest our forum https://www.biostars.org/t/bbmri-nl-bios/  (or email)  



  

Current research in BBMRI omics

GONL

(2014)



  

Current research in BBMRI omics

Metabolomics

Several projects ongoing for the relation with:

Dementia (submitted)
Osteoarthritis
Ageing and mortality
Depression
Recurrent CVD risk
Complications in Type 2 diabetes
Migraine



  

Current research in BBMRI omics

BIOS (> 70 data requests)
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